with PBS + three times and the serum-containing medium in upper and lower chambers of the controlled group and in the lower chamber of the AU-treated group was replaced with serum-free MEM (to eliminate contaminants from serum proteins), whereas the upper chamber of the AU-treated group was refreshed with AU. The cells were further incubated at 37°C for 12 h. Finally, the resulting supernatants from the upper chambers of both groups were collected, transferred to 15-ml conical tubes, and centrifuged at 10,000 ×g and 4°C for 10 min. The clear supernatants were then subjected to secretome analysis. TER
Approximately 6.5×10 5 MDCK cells were seeded in each of a large-size (100-mm) Transwell (0.4-µm pore size) (Corning Costar; Cambridge, MA). After switching culture medium in the upper chamber for 24 h, the cells were washed with PBS + three times and the serum-containing medium in upper and lower chambers of the controlled group and in the lower chamber of the AU-treated group was replaced with serum-free MEM (to eliminate contaminants from serum proteins), whereas the upper chamber of the AU-treated group was refreshed with AU. The cells were further incubated at 37°C for 12 h. Finally, the resulting supernatants from the upper chambers of both groups were collected, transferred to 15-ml conical tubes, and centrifuged at 10,000 ×g and 4°C for 10 min. The clear supernatants were then subjected to secretome analysis. TER was periodically measured as detailed in "Materials and Methods". Each data point represents mean ± SEM of the data obtained from three independent biological replicates. *** p < 0.001 vs. control at each corresponding time-point; ### p < 0.001 vs. AU at 60-h. 
